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@ Comprehensive analysis of antigenic variations and genomic properties of
hepatitis B virus in clinical samples in the mid-north east region of Bangladesh.
Infection, Genetics and Evolution 119 (2024) 105572.

@ Exploring the Replication and Pathogenic Characteristics of Alpha, Delta, and
Omicron Variants of SARS-CoV-2. Int. J. Mol. Sci. 2024, 25, 12641.
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